Could you tell me which of the following best describe your taste preference?
(1 bowl = 100 g = 2 Liang) c < 1 bowl c 2 bowls (1 portion = 50 g = 1 Liang) 9 (1 cup = 150 g) Please show subjects the sample yogurt! ①c < 1 ②c 1 ~ 2 ③c 3 ~ 5 ④c 6 ~ 8 ⑤c > 8 48a. In the past 7 days, how often did you have cheese?
①c Never ® The end ②c Did not eat in the past 7 days ® The end ③c 1~2 / week ⑥c 1/day ④c 3~4/ week ⑦c 2/day ⑤c 5~6/ week ⑧c ≥ 3/ day
48b. Each time you ate cheese, what is your serving size?
(1 piece = 20 g) ①c < 1 ②c 1 ~ 2 ③c 3 ~ 5 ④c 6 ~ 8 ⑤c > 8 1
Supplementary Material 2 Blood analysis
All organic solvents used were analytical grade. Ultrapure water (resistivity ≥18 M/cm) was prepared using a Milli-Q system (Millipore Co., Millford, MA, USA). Supelco ® 37 component FAME mixture ( 
Plasma fatty acids analysis
Plasma fatty acids were extracted and quantified using gas chromatography mass spectrometry (GC-MS) method as described by Quehenberger et al. with modification [13] . Briefly, the plasma samples were thawed on ice and centrifuged at 3000 x g for 5 min at 4°C to remove the denatured proteins. For each sample, 200 L of plasma was diluted with phosphate-buffered saline solution (pH 7.4) and methanol. Nonadecanoic acid (C19:0) (1 ug/ L in dichloromethane) was also added to the sample as an internal standard. Alkaline hydrolysis using 1M potassium hydroxide in methanol was performed to release the esterified fatty acids. The total fatty acids were collected by liquid-liquid extraction using isooctane. After the evaporation of solvent, derivatization using boron tetrafluoride was immediately carried out at 60 o C. The fatty acid methyl esters formed during the derivatization process were extracted twice with hexane:diethyl ether (8:2 v/v), then dried completely at 37°C under a stream of nitrogen. The samples were re-suspended in isooctane and analysed immediately.
The derivatized samples were analysed by an Agilent 5977A mass selective detector interfaced with an Agilent 7890B gas chromatograph, equipped with an automatic sampler and a computer workstation.
The injection port and GC-MS interface were kept at 240 and 250 °C, respectively. The mass spectrometer was used in the negative electrical ionization (NEI) mode. Separations were carried out on a SP ® -2560 capillary column (100 m × 0.25 mm, df 0.20 µm, Sigma-Aldrich, USA). Helium was the carrier gas with a flow rate of 1 ml/min. The derivatized samples (1 µl) were injected into the GC injection port with a split ratio 1:100. The column temperature was maintained at 140°C for 5 min, then increased to 180°C at 8°C/min, and then raised to 210°C at 4°C/min, and further increased to 250°C at 20°C/min, then held at 250°C for 10 min. Selected ion monitoring (SIM) and full scan mode were performed to monitor the fatty acid methyl ester ions. Quantitation was achieved by relating the peak area of the individual fatty acid methyl ester with the C19:0 internal standard peak. Calibration curves were set up over a concentration range of 2 -400 g/mL with 37 Component FAME mix. Each curve point was determined in triplicate and the regression coefficient ranged between 0.988 -0.997.
Plasma carotenoids analysis
Carotenoids in the plasma samples were extracted and quantified using liquid chromatography with diode array detector (LC-DAD) method as described by Karppi et al. with modification [14] . ( nm. Quantitation was achieved by relating the peak area of the individual carotenoid with the internal standard peak. Calibration curves were set up over a concentration range of 0.01 -10 mg/L with the standard cocktail. Each curve point was determined in triplicate and the regression coefficient ranged between 0.995 -0.998. The carotenoids that were analyzed included beta-carotene, lycopene, and combined lutein with zeaxanthin (using the LC-DAD system, it was not possible to achieve a full separation of zeaxanthin and lutein, thus the two isomers were analyzed together). 
